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APPENDIX A 

Pending claim upon entry of the present amendments 

33. A combination of epitopes of the tau protein which are specifically 
occur in a phosphorylatcd state in tau protein in Alzheimer paired helical filaments, said 
combination including one or more phospborylatablc serine residues selected from the 
group consisting of tau amino acid residues 46, 199, 202, 235, 262, 293, 324, 356, 396. 
404 and/or 422 and/or one or more phosphorylalable threonine residues selected from the 
group consisting of tau amino acid residues 50, 69, 1 1 1, 153, 175, LSI, 205, 212, 217 
and/or 231, with the proviso that said combination is not the combination Ser 202, Ser 
235, Ser 404, Thr 205. 

'44 Thtf mmbwalirm anivwling lo elaim 1 whif.h conlains an epitope 
selected from the group consisting of 

Lys-Cilu-Ser-Pro-Leu-Gln (residues 44-49 in SEQ ID NO: I ), 
Tyr-Ser-Ser-Pro-Gly-Ser-Pro (residues 197-203 in SEQ ID NO:l), 
Pro-Gly-Ser-Pro-Gly-Thr (residues 200-205 in SEQ ID NO:l ), 
Tyr-Ser-Ser-Pro-Gly-Ser-Pro-Gly-Thr-Pro-Gly-Ser (residues 197-208 in SEQ ID 

NO:l), 

Pio-Lys-Ser-Pro-Sei-Ser (residues 233-238 in SEQ ID NO.l), 
[Tyr-Lys-Scr-Pro-Val-Val-Scr (residues 394-400 in SEQ ID NO:l),] 
Gly-Asp-Thr-Scr-rro-Arg-llis (residues 401-407 in SEQ ID NO:l), 
Mct-Val-Asp-Scr-Pro-Gln-Lcu (residues 419-425 in SEQ ID NO:l), 
Pro-Lcu-Gln-Thr-Pro-Thr-Glu (residues 47-53 in SEQ ID NO:l), 
Lcu-Lys-Glu-Scr-Pro-Lcu-Gln-Thr-Pro-Thr-Glu-Asp (residues 43-54 in SEQ ID 
NO:l), 

Ala Lys Ser- Thr-Pro-Thr-Ala (residues 66- 72 in SEQ ID NO: 1), 
Ile-Gly-Asp-Thr-Pro-Ser-Leu (residues 108-1 14 in SEQ ID NO:l), 
Lys-Ilc-Ala-Thr-Pro-Arg-Gly-Ala (residues 150-157 in SEQ ID NO:l), 
Pro-Ala-Lys-Thr-Pro-Pro-Ala (residues 172-178 in SEQ ID NO:l), 
Ala-Pro-1..ys-'J.*br-Pro-Pro-Ser (residiifis 178-1X4 in SKQ II) NOl ), 
Pro-Ala-I .ys-Thr-Pro-Hrn-Ala-Hro-l .ys-Thr-Pro-Pro-Ser (residues 172-1 84 in SEQ 
TDNO:l), 

Scr-Pro-Gly-Thr-Pro-Gly-Ser (residues 202-208 in SfcQ ID NO:l). 
Arg-Ser-Arg-Thr-Pro-Ser-Leu (residues 209-215 in SEQ TD NO:l) ; 
Ser-Leu-Pro-Thr-Pro-Pro-Thr (residues 214-220 in SEQ ID NO:l). 
Arg-Ser-Arg-Tlir-Pro-Ser-Leu-Pro-Pro-Thr-Pro-Pro-Thr (residues 209-220 in 
SEQ ID NO: 1), 

Viil-Val-Ais-Tlii-Pio-Pio-Lys (itoidues 228-234 in SEQ ID NO.l), 
Val-Val-Aig-Tlir-Pro-Pio-Lys-Scr-Fro-Sci-Scr-Ala (residues 228-239 in SEQ ID 
NO:l), 

Lys-Ilc-Gly-Scr-Tbr-Glu-Asn-Lcu-Lys (residues 259-267 in SEQ ID NO:l), 
Lys-Cys-Gly-Scr-Lys-Asp-Asn-Ilc-Lys (residues 290-298 in SEQ ID NO:l), 
Lys-Cys-Gly-Ser-Leu-Gly-Asn-UeHis (residues 321 329 in SEQ ID NO:l), and 
Lys He Gly Ser Leu Asp Asn He Thr His. (residues 353 362 in SEQ ID NO:l). 
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35. A pharmaceutical composition containing a specific inhibitor for a 
proiein kinase, said inhibitor comprising a combination oroligo- or polypeptides 
comprising an epitope according to claim 33 or 34. 

30. A antibody wind) specifically leeufciiizcs aii epitope contained in the 
combination according to claim 33 or 34. 



6 



